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□ 1 . 20020061526 . 2 1 May 0 1 . 23 May 02. Method for analyzing a nucleic acid. Ju, Jingfang, et al. 
435/6; 702/20 C12Q001/68 G06F019/00 G01N033/48 G01N033/50. 

□ 2. 20020058256 . 10 Jan 01. 16 May 02. Method and apparatus for identifying, classifying, or 
quantifying protein sequences in a sample without sequencing. Rothberg, Jonathan Marc, et al. 435/6; 
435/41 702/20 G06F007/00 C12Q001/68. 

□ 3. 20020042112 . 26 Oct 98. 1 1 Apr 02. DNA DIAGNOSTICS BASED ON MASS 
SPECTROMETRY. KOSTER, HUBERT, et al. 435/174; 435/6 435/91.53 536/23.1 C12N011/16 
C12Q001/68 C12P019/34 C07H021/02. 



□ 4. 20010024789 . 26 Feb 01. 27 Sep 01. Methods for generating catalytic proteins. Kurz, Markus, et 
al. 435/6; 435/69.1 435/7.92 C12Q001/68. 



□ 5. 20010007985 . 29 Dec 00. 12 Jul 01 . Method and apparatus for identifying, classifying, or 
quantifying DNA sequences in a sample without sequencing. Rothberg, Jonathan Marc, et al. 707/1; 
G06F007/00. 



□ 6. 6418382 . 29 Dec 00; 09 Jul 02. Method and apparatus for identifying, classifying, or quantifying 
DNA sequences in a sample without sequencing. Rothberg; Jonathan Marc, et al. 702/20; 422/68.1 435/6 
707/6. G01N015/06 G06F017/30. 



□ 7. 6417342 . 12 Feb 99; 09 Jul 02. Macular degeneration diagnostics and therapeutics. Stone; 
Edwin M., et al. 536/23.5; 435/252.3 435/320.1 435/325. C07H021/04. 



O 8. 6413776 . 12 Jun 98; 02 Jul 02. High throughput screening of gene function using adenoviral 
libraries for functional genomics applications. Vogels; Ronald, et al. 435/462; 435/235.1 435/325 435/463. 
C12N005/10C12N015/66. 



□ 9. 6340595 . 21 Jul 99; 22 Jan 02. High throughput screening of gene function using adenoviral 
libraries for functional genomics applications. Vogels; Ronald, et al. 435/457; 435/235.1 435/325. 
C12N0 15/64. 



□ 10. 6306652 . 15 Jun 99; 23 Oct 01. Packaging systems for human recombinant adenovirus to be 
used in gene therapy. Fallaux; Frits Jacobus, et al. 435/325; 435/320.1 435/455 435/69.1. C12N015/00. 



□ 11. 6300076 . 3 1 Jan 00; 09 Oct 01 . DNA diagnostics based on mass spectrometry. Koster; Hubert. 
435/6; 435/91.1 435/91.2 436/94. C12Q001/68 C12P019/34. 



□ 12. 6280938 . 18 Aug 98; 28 Aug 01. SCA7 gene and method of use. Ranum; Laura P. W., et al. 
435/6; 435/91.1 536/23.1 536/24.31 536/24.33. C12Q001/68 C07H021/04. 



Li 13. 6277573 . 06 Apr 99; 2 1 Aug 01 . DNA diagnostics based on mass spectrometry. Koster; 
Hubert. 435/6; 435/5 435/91.1 435/91.2. C12Q001/68 C12P019/34. 
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□ 1 4. 6270966 . 07 Aug 98; 07 Aug 01 . Restriction display (RD-PCR) of differentially expressed 
mRNAs. Weinstein; John N., et al. 435/6; 435/15 435/91.2 435/91.5 435/91.51 435/91.52 536/24.2 
536/24.33. C12Q001/68 C12Q001/48 C12P019/34 C07H021/04. 



LI 15. 6268144 . 15 Sep 99; 31 Jul 01. DNA diagnostics based on mass spectrometry. Koster; Hubert. 
435/6; 436/94. C12Q001/68. 



U 16. 6268142 . 30 Jun 99; 31 Jul 01 . Diagnostics and therapeutics for diseases associated with an 
IL-1 inflammatory haplotype. Duff; Gordon W., et al. 435/6; 435/91.2 514/12 536/22.1 536/23.1 536/25 3. 
C12Q001/68 C12P019/34 C07H021/00 C07H021/02 A61K038/00. 



O 1 7. 6265212 . 19 Jul 99; 24 Jul 01 . Packaging systems for human recombinant adenovirus to be 
used in gene therapy. Fallaux; Frits J., et al. 435/320.1; 424/93.21 435/235.1 435/325 435/69.1 536/23 1 
C12N015/63 C12N015/00 C12N015/09 C12N015/11. 



□ 1 8. 6258538 . 06 Apr 99; 1 0 Jul 01 . DNA diagnostics based on mass spectrometry. Koster; Hubert, 
et al. 435/6; 435/91.1 435/91.2 436/94. C12Q001/68 C12P019/34. 



□ 1 9. 6238893 . 1 6 Jun 99; 29 May 01 . Method for intracellular DNA amplification. Hoeben; Robert 
Cornelis, et al. 435/91.1; 435/455. C12P019/34 C12N015/63. 



□ 20. 6235478 . 06 Apr 99; 22 May 01 . DNA diagnostics based on mass spectrometry. Koster; 
Hubert. 435/6; 435/5 435/91.1 435/91.2 436/94. C12Q001/68 C12Q001/70 C12P019/34. 

O 21. 6231812 . 28 May 99; 1 5 May 01 . Method and apparatus for indentifying, classifying, or 
quantifying protein sequences in a sample without sequencing. Rothberg; Jonathan Marc, et al. 422/68 1- 
435/5 435/6 702/19 707/6. G01N015/06. 



□ 22. 6221605 . 1 5 Feb 00; 24 Apr 01 . DNA diagnostics based on mass spectrometry. Koster; Hubert. 
435/6; 435/91.1 435/91.2. C12Q001/68 C12P019/34. 



□ 23. 6221601 . 02 Nov 99; 24 Apr 01 . DNA diagnostics based on mass spectrometry. Koster; 
Hubert, et al. 435/6; 435/91.1 435/91.2 436/94. C12Q001/68 C12P019/34. 



□ 24. 6218118 . 09 Jul 98; 1 7 Apr 0 1 . Method and mixture reagents for analyzing the nucleotide 
sequence of nucleic acids by mass spectrometry. Sampson; Jeffrey R., et al. 435/6; 435/173.1 435/91.2 
435/91.5 536/23.1 536/24.31 536/24.33 536/25.32. C12Q001/68 C12P019/34 C12N013/00 C07H021/02 
C07H021/04. 



£1 25. 6214538 . 30 Jul 92; 10 Apr 01. Differentiation of avian infectious bronchitis virus serotypes. 
Jackwood; Mark W., et al. 435/5; 435/6 536/23.1 536/24.33. C12Q001/68 C12Q001/70 C07H021/04. 



□ 26. 6197498 . 06 Apr 99; 06 Mar 01 . DNA diagnostics based on mass spectrometry. Koster; 
Hubert. 435/5; 435/6 435/91.1 435/91.2. C12Q001/70 C12Q001/68 C12P019/34. 



□ 27. 6190861 . 13 Dec 96; 20 Feb 01 . Molecular sequences of swine retroviruses method of using. 
Fishman; Jay A.. 435/5; 435/6 536/22.1 536/23.1 536/23.5 536/24.3 536/24.31. C12Q001/70 C12O001/6 
C07H019/00 C07H021/04. 
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O 28. 6141657 . 01 Oct 97; 3 1 Oct 00. Method and apparatus for identifying classifying or quantifying 
DNA sequences in a sample without sequencing. Rothberg; Jonathan Marc, et al. 707/6; 435/6 435/91.2 
702/20. G06F017/30 C12Q001/68. 



Ll 29. 6114155 . 1 5 Jan 98; 05 Sep 00. Internal control and method for surveillance of Gap-LCR. 
Skaug; Kjell, et al. 435/91.52; 435/6 435/91.2 435/91.5 435/91.51. C12P019/34 C12Q001/68. 



□ 30. 6043031 . 18 Mar 96; 28 Mar 00. DNA diagnostics based on mass spectrometry. Koster; 
Hubert, et al. 435/6; 435/91.2 436/173 436/94 536/25.3 536/25.4. C12Q001/68 C12P019/34. 



□ 31. 6033908 . 15 Jul 97; 07 Mar 00. Packaging systems for human recombinant adenovirus to be 
used in gene therapy. Bout; Abraham, et al. 435/325; 424/93.21 435/320.1 435/455 435/69.1 514/44 
536/23.1. C12N015/00. 



□ 32. 6027914 . 05 Jun 95; 22 Feb 00. Nucleic acids encoding CR6 polypeptide vector and 
transformed cell thereof, and expression thereof. Smith; Kendall A., et al. 435/69.1; 435/252.33 435/254.21 
435/320.1 435/325 536/23.5 536/24.33. C12N015/13 C12N015/63 C07K014/435 C07K015/42. 



□ 33. 5994128 . 25 Mar 97; 30 Nov 99. Packaging systems for human recombinant adenovirus to be 
used in gene therapy. Fallaux; Frits Jacobus, et al. 435/325; 424/93.21 435/320.1 435/455 435/69.1 
536/23.1. C12N015/00. 



□ 34. 5972693 . 14 Jun 96; 26 Oct 99. Apparatus for identifying, classifying, or quantifying DNA 
sequences in a sample without sequencing. Rothberg; Jonathan Marc, et al. 435/287.2; 436/94 702/20 
71 1/100. C12M001/00 G01N001/28 H01L021/20. 



□ 35. 5968784 . 15 Jan 97; 19 Oct 99. Method for analyzing quantitative expression of genes. 
Spinella; Dominic G., et al. 435/91.1; 435/6 435/810 435/91.4 435/91.51. C12P019/34 C12N015/64. 



□ 36. 5871697 . 24 Oct 95; 16 Feb 99. Method and apparatus for identifying, classifying, or 
quantifying DNA sequences in a sample without sequencing. Rothberg; Jonathan Marc, et al. 422/68.1; 
435/5 435/6 435/91.2 536/23.1 536/24.3 536/24.33 702/20. G01N015/06 G06G007/58 C12Q001/68 
C07H021/04. 



□ 37. 5849534 . 05 Jun 95; 15 Dec 98. DNA encoding leukocyte derived growth factor-2 (LDGF-2). 
Grotendorst; Gary R., et al. 435/69.4; 435/252.3 435/325 435/69.1 435/69.6 530/350 530/399 536/23.5 
536/24.1. C07K014/475 C12N005/10 C12N001/21 C12N015/12. 



O 38. 5834183 . 28 Jun 94; 10 Nov 98. Gene sequence for spinocerebellar ataxia type 1 and method 
for diagnosis. Orr; Harry T., et al. 435/6; 435/252.3 435/320.1 435/325 435/91.2 536/23.1 536/23.5 
536/24.31 536/24.33. C12Q001/68 C12P019/34 C07H021/04. 



LI 39. 5800998 . 1 5 Nov 96; 0 1 Sep 98. Assays for diagnosing type U diabetes in a subject. 
Glucksmann; M. Alexandra. 435/6; 514/44 536/23.1 536/23.5. C12Q001/68. 



O 40. 5795718 . 30 May 95; 1 8 Aug 98. Detection of complementary nucleotide sequences. Eisenbeis; 
Scott J.. 435/6; 536/22.1 536/24.3 536/25.32 536/26.6. C07H021/04 C07H021/00 C07H019/04. 



□ 41. 5741645 . 06 Jun 95; 21 Apr 98. Gene sequence for spinocerebellar ataxia type 1 and method 
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for diagnosis. Orr; Harry T., et al. 435/6; 435/91.2 536/23.1 536/23.5 536/24.31 536/24.33. C12Q001/68 
C12P019/34 C07H021/04. 



□ 42. 5683877 . 06 Jun 95; 04 Nov 97. Method for identifying a nucleotide base pair at a point 
mutation site in a DNA target using a mismatch repair enzyme. Lu-Chang; A-Lien, et al. 435/6; 435/91 .2. 
C12Q001/68 C12P019/34. 

□ 43. 5675060 . 1 9 May 94; 07 Oct 97. Transgenic arthritic mice expressing a T-cell receptor 
transgene. Benoist; Christophe O., et al. 800/3; 424/9.2 800/9. C12N005/00 C12P015/00 A61K049/00. 



□ 44. 5660983 . 23 Nov 94; 26 Aug 97. Maize cytoplasmic male sterility type T (cms-T) 
mitochondria DNA. Levings, ffl; Charles S., et al. 435/6; 435/320.1 536/23.1 536/23.6 536/24.3. 
C07H021/04 C12N015/70 C12Q001/68. 



□ 45. 5527677 . 1 1 Oct 94; 18 Jun 96. Methods and kits for identifying human arylamine 
N-acetyltransferase genes. Deguchi; Takeo, et al. 435/6; 435/91.2 536/24.31 536/24.33. C12Q001/68 
C12P019/34 C07H021/04. 



□ 46. 5514547 . 04 Feb 94; 07 May 96. Molecular genetic identification using probes that recognize 
polymorphic loci. Balazs; Ivan, et al. 435/6; 536/18.7 536/23.1 536/24.3. C07H021/04 C12Q001/68. 

□ 47. 5503976 . 23 Jun 92; 02 Apr 96. DNA sequences coding for the DR .beta.-chain locus of the 
human lymphocyte antigen complex and diagnostic typing processes and products related thereto. Mach; 
Bernard F., et al. 435/6; 536/23.5. C12Q001/68 C07H021/00. 

El 48. 5413908 . 29 Jul 92; 09 May 95. Method of characterizing genomic DNA by reference to a 
genetic variable. Jeffreys; Alec J.. 435/6; 536/23.1 536/24.2 536/24.31. C12Q001/68. 



□ 49. 5206137 . 21 Nov 91 ; 27 Apr 93. Compositions and methods useful for genetic analysis. Ip; 
Nancy Y., et al. 435/6; 435/320.1 436/501 436/94 536/24.31. C12Q001/68 G01N033/48 G01N033/566 
C07H015/12. 



□ 50. 5196308 . 13 Mar 89; 23 Mar 93. Methods for identifying the DQw3.2 allele associated with 
increased risk of insulin-dependent diabetes mellitus. Nepom; Gerald T., et al. 435/7.21; 435/7.24 435/7.9 
435/948 436/506 436/518 436/530 436/531 436/548 436/800 436/804 436/809 436/811 436/821. 
G01N033/543 G01N033/564 G01N033/577. 
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y 51. 5192658 . 30 Mar 89; 09 Mar 93. Compositions and protocols applicable to genetic analysis. 
Loewy; Zvi G., et al. 435/6; 435/320.1 435/974 536/24.31. C12Q001/68 C12Q001/00 C07H015/12. 



□ 52. 5169941 . 29 Jul 83; 08 Dec 92. DNA sequences coding for the DR .beta.-chain locus of the 
human lymphocyte antigen complex and polypeptides, diagnostic typing processes and products related 
thereto. Mach; Bernard F., et al. 536/26.1; 435/252.31 435/252.33 435/252.34 435/254.1 1 435/254.2 
435/325 435/488 435/69.3 435/91.1 435/91.41. C07H015/12 C07H017/00 C12P021/00 C12P019/34. 



Q 53. 5032501 . 10 Feb 89; 16 Jul 91 . DNA probes to vntr loci. Milner; Eric C. B.. 435/6; 536/24.3 
536/24.31. C12Q001/68 C07H015/12 C12N015/00. 



O 54. 4971902 . 30 Oct 87; 20 Nov 90. Diagnostic probe for rheumatoid arthritis predisposition. 
Nepom; Gerald T.. 435/6; 435/810 436/94 536/24.3 536/24.31. C01N033/00 C12Q001/68 C07H019/06 
C07H0 15/12. 



LI 55. 4801531 . 30 Sep 85; 31 Jan 89. Apo AI/CJJI genomic polymorphisms predictive of 
atherosclerosis. Frossard; Philippe M.. 435/6; 435/810 436/503 436/63 436/94 536/24.3 536/24.31. 
C12Q001/68 G01N033/567. 



El 56. 4775619 . 16 Oct 84; 04 Oct 88. Polynucleotide determination with selectable cleavage sites. 
Urdea; Mickey S.. 435/6; 435/803 435/810 436/501 436/527 536/24.3 536/25.3 536/25.32. G12Q001/68 
G01N033/566C12P019/34. 



El 57. 4683194 . 28 Mar 85; 28 Jul 87. Method for detection of polymorphic restriction sites and 
nucleic acid sequences. Saiki; Randall K., et al. 435/6; 435/803 435/810 436/808 436/81 1 536/24.2 
536/24.3. C12Q001/68 C12N015/00 C12P019/34. 



El 58. JP 091 54599 A . 07 Dec 95 . 1 7 Jun 97. DETECTION OF DNA. KANBARA, HIDEKI, et al. 
C12Q001/68; G01N033/50 G01N033/53 G01N033/566 C12N015/09. 



□ 59. JP 03103200 A . 1 8 May 90. 30 Apr 9 1 . GENETIC DIAGNOSIS OF TORSION DYSTONIA. 
BREAKEFIELD, XANDRA O, et al. C12Q001/68; A61K031/13 A61K031/135 A61K031/395 
A61K031/415 A61K03 1/445 A61K031/475 A61K031/54 A61K045/00 C12N015/11. 



El 60. JP 02145198 A . 1 7 Nov 88. 04 Jun 90. SPECIFIC DETECTION OF HUMAN PANCREATIC 
CANCER. MANUEL, PERUCHO. 435/6. C12Q001/68; C12N015/11. 



El 61 . EP 530526 Al . 06 Aug 92. 10 Mar 93. Novel amplification method for polynucleotide assays.. 
DATTAGUPTA, NANBHUSHAN, et al. 435/6. C12Q001/68;. 



□ 62. GB 2228485 A . 22 Feb 89. 29 Aug 90. DNA probes for tuberculosis. DALE, JEREMY 
WATSON, et al. 435/6. C07H021/04; C12N015/1 1 C12Q001/68. 



O 63. EP 1 174519 A2, US 6258546 Bl . Detecting nucleic acid target sequence in nucleic acid 
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amplification reaction involves use of detector oligonucleotides which compete with amplification primers 
for hybridization to same sequence in target. COPERTINO, D W, et al. C12P019/34 C12Q001/68. 

CJ 64. US 6197498 Bl . Identifying mutation in nucleic acid sequence for diagnosing genetic disease, 
involves hybridizing target sequence with complementary probe and contacting the heteroduplex with 
single strand specific endonuclease. KOESTER, H. C12P019/34 C12Q001/68 C12Q001/70. 

□ 65. US 5919630 A . Detecting nucleic acid sequences using fluorescence energy transfer. LINN, C 
P, et al. C07H021/04 C12P019/34 C12Q001/68. 



□ 66. CA 2236616 C. EP 878554 A2, US 5846726 A. CA 2236616 A. JP 1 1 123083 A. US 6054279 
A_. New nucleic acid detection - comprises use of signal primer with restriction site flanked by donor 
fluorophore and acceptor dye. LINN, C P, et al. C07H021/00 C07H021/04 C12N015/09 C12P019/34 
C12Q001/68 G01N021/64 G01N033/58. 



□ 67. US 5726022 A . Nucleic acid analysis or detection - comprises subtractive hybridisation using 
pairs of adaptors), useful for study of disease(s). BURMER, G C. C07H021/04 C12P019/34 C12Q001/68. 



□ 68. MX 9810235 Al. WO 9746701 Al. AU 9732845 A. US 5869245 A. EP 964929 Al. AU 
721493 B. JP 2000511774 W . Detecting mutation(s) by forming mismatched hetero duplexes then 
treatment with Apium graveolens derived endonuclease - particularly useful for diagnosing cancer or birth 
defects. YEUNG, A T. C12N009/14 C12N009/16 C12N015/09 C12P019/14 C12P019/16 C12Q001/34 
C12Q001/48 C12Q001/68. 



□ 69. WO 9733000 Al. AU 9720695 A. EP 886681 Al. US 6051378 A . Detecting mutational in 
target nucleic acid by obtaining set of non-random length fragments - and determining masses of members 
of set using mass spectrometry. BECKER, C H, et al. C07H021/02 C07H021/04 C12P019/34 
C12Q001/68. 



□ 70. WO 972921 1 Al. AU 9722641 A. US 6270966 Bl . Detection and characterisation nf mT?NA 
by restriction display PCR - comprising synthesis of cDNA, digestion with a restriction endonuclease, 
ligation to an adaptor DNA and PCR amplification. BOULAMWINI, J, et al. C07H021/04 C12P019/34 
C12Q001/48 C12Q001/68. 



□ 71. WO 9710364 Al. AU 9670726 A. EP 792376 Al. JP 1 1500628 W. AU 71 1 130 B. US 5981 179 
A. US 6027897 A . Amplification of target nucleic acid by continuous amplification reaction - produces 
detectable amounts of RNA transcripts from minute amount of starting target region. DELAROSA, A, et 
al. C07H021/00 C07H021/02 C07H021/04 C12N015/09 C12P019/34 C12Q001/68 G01N033/50. 

□ 72. US 61 14155 A. WO 9704128 Al. NO 9502881 A. AU 9666329 A. NO 301082 Bl. EP 839213 
Al_. Monitoring gap-filled ligase chain reactions using internal standard - that differs from target sequence 
by presence or absence of endonuclease site in gap region, for ensuring validity of qualitative or 
quantitative reactions. BERG, E S, et al. C12P019/34 C12Q001/68 G01N033/50. 



□ 73. DE 69618955 E. WO 9640993 Al. US 5660989 A. EP 832292 Al. JP 1 1506606 W. EP 
832292 Bl . Detection of influenza virus endonuclease in a sample - by cleavage of an RNA substrate to 
generate a primer for a labelled polymerase extension reaction. COLE, J L, et al. C12Q001/68 
C12Q001/70. 
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□ 74. CA 2160784 C. WO 942431 1 Al. AU 9466342 A. EP 695367 Al. US 5516663 A. JP 
08509125 W. JP 3076064 B2 . Ligase chain reaction using modified upstream probes - ligatable to 
downstream probe only after exonuclease IV correction, reduces background signal and permits control of 
contamination. BACKMAN, K C, et al. C07H021/00 C07H021/04 C12N015/09 C12P019/34 
C12Q001/68. 



□ 75. WO 931 1261 Al. AU 9229457 A . Amplification of nucleotide fragment in multiple copies of 
nucleic acid sample - by hybridising using complementary oligonucleotide as primer, elongating DNA, 
immobilising copies of labelled double-stranded DNA, adding ligase to form dimer, etc.. HELLE, J et al 
C12Q001/68. 



□ 76. EP 530526 Al. US 5294534 A . Detection of target nucleic acid sequences - by hybridisation, 
extension with polymerase, labelling, restriction enzyme digestion and detection of label. DATTAGUPTA 
N, et al. C12Q001/44 C12Q001/68. 



□ 77. WO 8907647 A. AU 8940302 A. EP 402401 A. EP 402401 A4 . Restriction fragment length 
polymorphisms - for correlating agronomically important phenotypic traits in maize and corn plants 
ALBERTSEN, M C, et al. A01H001/00 C07H015/12 C12N015/00. 



□ 78. EP 218432 A. JP 62074291 A . Cloning cDNA - using vertnr.prWr DMA r^tn 

deoxy:thymidine chain upstream from poly-linker and linker DNA which has SP6 promoter. HONJO T 
C12N015/00. 



□ 79. WO 8607464 A. JP 2614853 B2. EP 229782 A. JP 62503125 W. EP 229782 Bl. DE 3687064 
G, US 5196308 A. CA 1314811 C . Detection of alleles associated with increased risk of diabetes - using 
two different specified monoclonal antibodies. NELSON, K A, et al. C07K0 15/00 C12N0 15/00 
C12P021/00 C12Q001/68 C12R001/91 G01N033/53 G01N033/543 G01N033/564 G01N033/57 
G01N033/577 C12P021/00 C12R001:91. 



□ 80. WO 8606102 A. AU 8657760 A. DK 8606103 A. EP 219530 A. ES 8704210 A. JP 62502940 
W, US 4801531 A. Atherosclerosis detection by genetic analysis - by detecting polymorphisms proximal 
to the apo:lipoprotein Al and Cm gene complex. FROSSARD, P M. C12N015/00 C12Q001/68 
G01N033/50. 



□ 81. JP 2750228 B2 . GB 2166445 A. WO 8602948 A. PT 81468 A. EP 186271 A. AU 8549626 A. 
NO 8602825 A. FI 8602915 A. CN 8509013 A. BR 8507049 A. DK 8603318 A. ZA 8508045 A. .TP 
62501467 W. DP 245676 A. GB 2166445 B. ES 8800349 A. HU 46078 T. EP 342717 A. RO 98491 A. IT, 
76668 A. EP 186271 B. DE 35 84957 G. JP 92063680 B. JP 06253844 A. IE 62864 B. US 5413908 A . 
New polynucleotide^) especially with label or marker - useful as DNA probes for identifying genomic 
DNA in samples esp. for diagnosis of genetic diseases and cancers, in forensic medicine etc.. JEFFREYS 
A J. C07H021/00C12N015/00C12N015/09C12N015/11 C12N015/12 C12O001/68 C12P019/30 
C12Q001/68 G01N033/00. 



3 82. EP 164054 A. AU 8543083 A. CA 1242627 A. DE 3572693 G. DK 8502402 A. EP 164054 B. 
ES 8608584 A. IL 75327 A. .TP 61019500 A. US 4683194 A. ZA 8504088 A . Detection of restriction sites 
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